We report the genome sequence of the dairy yeast Kluyveromyces lactis strain GG799 obtained using the Pacific Biosciences RS II platform. K. lactis strain GG799 is a common host for the expression of proteins at both laboratory and industrial scales.
Both strains also have subtelomeric regions comprising many duplicated sequences, but their organization is not identical, a finding that is consistent with the known plasticity of these fast-evolving regions (7) .
This study provides a second K. lactis genome sequence that will permit further comparative insights into the evolution of Kluyveromyces yeasts. Additionally, this work will facilitate more informed engineering of K. lactis GG799 for improved heterologous protein expression. Accession number(s). The complete genome sequence has been deposited in GenBank under the accession no. CP021239 to CP021245. The version described in this paper is the first version.
